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AR AEE T RAMAKH LL
AT ¥ 4 R RS AR BR (LOQ)

2 MEHsl AxH

T 5 SO X F A< SO B4 L R 2 0 AS AT 2
1o FZATEH B 5] F S, iR R B 3E T A .
GB/T 6682 Z#rii=HAM
GB/T 19495.1 % H 5= 5K
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GB/T 19495.3 B LA 7™ 5 46 il
GB/T 19495.5 & 3 [ 7= 5 K )
GB/T 19495.7 ¥FEHE™ S0
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e & PCR fid

3 ARE . EXMERE

3.1 REBEMEX

THIARE M E SGE M F A3
3.1.1
SPS E[E The gene of sucrose ph
R G A ER, OKREENNSR
312
LL62 #Lk45 R HF 5  event-specific sequence of LL62
SMIE DNA A ZE IR ERA RS2 BH=ENBEXFT . BEFIIS KR A,
3.1.3
Taq & Tag DNA polymerase
BT K AEMBE M HA DNA RE8 .
3.1.4
i template
¥ PCR 5|9/ # 6P KW B9 ¥5 52 DNA R B,
3.1.5
EEWKN{EFR limit of quantification; LOQ
FEAHXT PR UE 2 AT 25 0 A AR F B0 0 5 i AT R 8 M I RS R AL & o &
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3.1.6

R¥E# & quality control sample

HATHE 1 SPS B e 1k 1 e 50 17 91 ¥ DL SR 2 R 48 DNA,
3.1.7

MR R{KZE tiny reaction system

B & H R 519/ PR e T DNA EH MR HZ B A B O ZE 4R EERPMEHHE
Yy B R 6 v £ K VR L A BRRL L B o BT R /M R 35 % PCR R BEK & .
3. 1:8

W AEE  conversion factor

K e AL AR A 7 51 70 N 5 BRI 161 9 DL 502 b 3 460 O 2 ik PR R 2 5 8 R 40 80 ek O D 3R 8
3,1.9

KHHPRICEET  fluorescently tagged probe

6 5" KU F 3 A 4 BB FOL RS A MR KW W E R H M. PCR ¥ #0t, Tag MY 5'-3'
B0 B T IR B K A o Ao 4 A P R K B A B T R B 1S S

3.2 4EB&iE

5 45 w15 38 B4R S0

$F PCR:BUF R A4 = i (digital polymerase chain reaction)
DNA . fii S % W% 2 (deoxyribonuleic acid)
dNTP. R & H M = (deoxyribonucleoside triphosphate)

bp: &% (base pair)

NC:BH X} B8 (negaitive control)

NTC. %5 H X} #& (no template control)

PC.FHPEXT B (positive control)

4 PBhiSHIERE
B PCR 2 Bk I 55 72 09 By 75 e 1806 107 45 & GB/T 19495.2 3 5E .
5 JHiE

#7 PCR(digital PCR)ZAESE Ot PCR B4 I & & & K 19 2 1K ¥ I HUE B I R , I T BB AR
B9 2 X 4 DL BRI G . SE N S AR B )/ O HR L i B DNA & 1 R K8 vl 9 9% 9% PCR &
IO 1A 7R S 4R 50 2 J5 45 3 43 S A EL PR RS 89 K B CR T 10 000 A4N) 18R R4 2R {1 4 A5 45 7 <7 Bl ML
Mo 4 BE 2 RN R AR o 5 BT A ORI Ak R [ B A R I B AL 2R 1 R AT PCR 988 RN 2 J5 L B4R IR 5
2 5 160 4 W 4 TS I A 3R 4 008 25 SR« 48 T80 Bk R 1 P S A R A A A R B B
PCR [z i 4 2 o ) B e B .

AR HE 5 DNA %5 7 89 7% 1k R B 5 M 5 51l (event specific sequence) fil P £ 18 % A (species
specific gene) (AR EZ L, BRI FESHFHUNERRL RS &,
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SRR R 0.1 g f10.1 mg,

AP R,

PCR $#% .

¥ PCR R4 Sl R N R & A 2% sl 3L At LA [R) 8 T BB A (28 152 I 1A 2R 28 6 4G I 48 5 it 2L

A AR T RE YR .

6.6
6.7
6.8
6.9

IR BB E 1.0 C,

BEGB DL AR XOKRS R A RS BB AL 60 HAE R Bk K .

H R 5€ 8 ¥ : Nanodrop3 000 5% Modulus £ i {¥ 2% H fil # R & &AW X .
08 e 4R 5 X

6.10 B B KB L BE KT 15 000 g, 3@ 0.2 mL A1 1.5 mL B0,

6.11

Bt . &7 0.5 pL~10 pL; & 10 pL~100 pL; & F 100 pL~1 000 L,

7 R FOR R

7:1

BR 55 A HLE b R R B BRI AF S GB/T 19495.1 K,
LR AIK RS GB/T 6682 H— K M HLES .
¥F PCRBUIBH - SHBEE T.INTPs MIAAH 53" SN MM S 31 Tag DNA R BRI F

PCR % FI TR L7 .

1.2
7.3
7.4
7.5
7.6

1P AR . SPS ZE I LL62 ¥ AL (k%5 574 /7 5 i 5 PCR Kl 51 MR EHE B ELE 1.
$F PCR B Rk R AR LB HE B 5 F .

96 FLIE 2 & PCR [ itk f

0.2 mL #1 1.5 mL B.00%.

Bk, B8R 0.5 pL~10 pL; B 10 pL~100 pL; 8 100 pL~1 000 pL,

Fz1 SPSEEM LL2 B EEREFEIMS| FEFEEH

PCR ¥ 3%

PR Z R FE3(5'-3")
b B BE

Ei#ETIY GAGGTCACCAAGGCTGCCAGTG

SPS 3 A TS GCACTCCTGATTCTTCCAGGCTTC 122 bp

BE VIC-TAGGCTTCCCAGCAGGCAACCAA-BHQI1

LL62 ¥4k fk
R ]

Ntk AGCTGGCGTAATAGCGAAGAGG

T g9 TGCTAACGGGTGCATCGTCTA 88bp

B FAM-CCGCACCGATTATTTATA-MGB

1. F o PCR (KR 5| ¥/ BEF 0 28 v B2 VT AR 48 45 & At Y A9 B0 IE 5 SR b 4738 i 3

2 TR Y & JE I RS B PCR X f% 7€ % i 38 DT &C . % A 5'-FAM/3'-BHQL 8k 5'-VIC/3'-BHQL ¥
Hirid.

i 3. HEMMEI /T RETER A, S/ R FEEEEEL A EmMA KB HRRE
10 pmol/LJG 4% . — 20 “CHELRTE.
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8.1 it
FH8 GB/T 19495.7 fHLE 47 .
8.2 Hmbl&

BB A HES R E 44 B GB/T 19495.7 8% SN/T 1194 gy HLE AT,
P ST R Y — L BV 220 200 g, 2T MARE S PTENLS B ZE 60 BAG R B, B
TF B o 2 o o A B i S OB E B B

8.3 HEmEMAW

8.3.1 HERIRENK PCR #4109 $ o

W o5 A BLSE S DNA $2 I 4tifk & PCR
PREX 2 1 (B 2 @) BT JG B A

8.3.2 RIWKEEH

M GB/T 19495.3 i #LE /17 .
FEH4H DNA,

¥ H PicoGreen dsDNA 7% 3¢
BARHR A RS WA A28 /10 A2 -

$5 PCR & Z i s AR 500 AN 8 05T o s 2 g L 5 B % R M L R P AR
B AET 400 1. HAES DNA b5 7 K 7E 100 #5 1 /1L ~20 000 # 01 /L.
10 il 9 B B R 4 0 T SPS A [ : K% PCR E & .

8.4 ¥ PCR ¥ 1%

2%/ W E DNA Bk E ,

8.4.1 ¥ =F PCREZRAS
R 2 B 4H o AT ¥ B

® A BRI

oA T 1R e g 1 7R
2X ¥ PCR BliR 1x
SPS # [ IE [ 5] 4 (10 g#mol/L) 0. 32 pmol/L
SPS #:H R [ 5] %7 (10 pmol/L) 0. 32 pmol/L
SPS 2 {7t pRic # £ (10 pmol/1) 0.12 pmol/L
DNA ##§ —
dH, OCERK) —

EARE SIS AR
2 X $5 PCR FliR 1%
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+*® 2 (&)
ix 7l KR E
B8 3 R I 1A 7R
LL62 IE [A3]# (10 pmol/L) 0. 32 pmol/L
LL62 JZ a5 4 (10 pmol/L) 0. 32 pmol/L
LL62 3647 ic #REH I (10 pmol/L) 0.2 pmol/L
DNA #47 —
dH, OCE# ) -
i . 87 PCR TR R A B A . JE % . PCR 1k 7 B il S e o uf R
RS,
8.42 WEMERERN.BFPCRY EREE
RS LR TR R BC Rl A7 RO BF B AT R A 2 A p ke B R I REfL o, S AL 2R 4
YE UL A U B IR R . 4 R ¥ o TS #H 4T PCR ¥ #%.95 C,
5 min (1 'C/s),1 ME#H ;94 °C,1 8398 C 10 min(1 C/s),1 IME
W12 CRAERB =Y . X R Pl S R R R R . R
& Ho B 43 51 i B85 PCR i (3R ’ WPPEEl LL62 4% {k ik 45 544 17 51 ¥ I

BAEN/pl),
# . PCR IR 530 AT AR 46 26 19 34 X

9 el REES

9.1 WMRiZE

BF ¢ XF BB (NC) L 25 1 % B (

a) NC:RHIEREERE KX 5

b) NTC:RMHKIEREF

¢) PC.RAR#EFE R EEY .

/AR PC /Y SPS R & LL kST S W FE PCREREE D 3447, H
3SAN AT LR 45 R A M X AR HE R 22 N A | T 20%,

9.2 HMWULERAHMEAE

AT RPER —TBUARFF A L SR I 25 58 To 3, I & R TR A JF GRS
a) NC I NTC fy LL62 $ b (s 5 M4 0 TG PR3 1

b) PC i SPS ZH sk LL62 1L Hfs B FF FI M A Y 1% 5

o) PCHERZRSCHEHMFT.

10 £RitHE

10.1 %5 PCR {GEAT/R S8R 845 80X A SPS JE R 45 DB LL62 # L ik 5t 7 51
¥ 0180 B 3 AP A7 B 208 42 B (D R O A% B B o 5 it
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A—HRERKGFR LLEZ HEE);
B ——LL62 ¥4k k45 5k P 51 #5 D3

C — KN RAHES A SPS # I 4 ;

D — % RH

I R E FOK SRR RS B A A [ 6 B B R B B T SRS R R A (FL RO B R B R BCK 0.33, T 24 20 F8

A F AR (F2 0 B R4k &R ¥R 0.50,

0.2 AR LL62 dh & & i BRI A 22 KT 3SE T 3506, WPk 45 51 7 T 37 - - o7 8 80KE o

il # K Jm gl s . MR MEM RS GB/T 19495.5 FRIME AT .

10.3 AR LL62 & & & & f9 A XA 25/ F 3500, T BE 9 5 o R T 485 SR 4 T A U A

PR AOK i & LL62 W5 & & 89°F 3914

1 HRRR

FE BRI 45 R A DU RIS O AR T 45 R B R N3k 3 R
®3 HRRR

X 100% sismasaas s anennasmssereassi( 1 )

o 25 R

GRFR

F K SPS #:H

EN cAPNE iy

ity SPS R HAR A LL62 F L ih%r R 15

AR H LA KK LL62 i R BL5r

Kt SPS JEH A1 LL62 ¥ b (45 5 1 e 5 L (B Bt/
TR 7 T A R

A % B (N ROK LL62 i R 4 {8 7 BT A R M O
i LOQ(0.1%)

i SPS A fil LL62 #H kiR Rt Fol K& B KT
S B 7 A I R

BHMEEEAK LL62 S EZRS SBY XY
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M xR A
(BB R
HRERKXKLL2 UL GHRIEFT

BESEIR KK LL62 % 1k (& 4% B 45 ¥ 51 AGCTGGCGTA ATAGCGAAGA GGCCCGCACC GATTATT
TATAC TTTTAGTCCA CCTGGTTTTT ATTGA TAGAC GATGCACCCG TTAGCA
. QLR LL62-F M LL62-R 3191551




SN/T 4853. 5-2017

o N RIS th A BE K54
1ok At
RERAXKEENN HF PCRZ

E58y.LL62 RE
SN/T 4853.5—2017

hOE A HE MR A R
dtEHEHXAEREEE 2 5(100029)

R H R X = Bk 16 5 (100045)
B %% :(010)68533533
F it www,spc.net.cn

H I o A 2 5 B AR E

*

JF4A 880x1230 1/16 ENsk 0.75 =% 16 FF

2018 4F 5 A% —RR 2018 4E 5 A —WEIRI
Ep%¥r 1—500

48, 155066 + 2-33315 EH 16.00 T

2017

SN/T 4853.5



	30183.jpg
	30185.jpg
	30187.jpg
	30188.jpg
	30189.jpg
	30190.jpg
	30191.jpg
	30192.jpg
	30193.jpg
	30194.jpg

